The Zfp15 probe was obtained by polymerase chain reaction amplification of a 552-bp fragment from mouse pituitary cDNA with primers designed on the basis of the rat Zfpl5 cDNA sequence [2]. The primers amplify 465 bp of coding sequence, outside of the conserved zinc finger regions, corresponding to the last 154 amino acids, and 87 bp of the 3' untranslated region. The RT-PCR product was cloned into the pGEM4Z vector and sequenced to confirm its correspondence with the rat Zfpl5 cDNA. Allele detection: A BglI polymorphism was detected in mouse genomic DNA with the Zfp15 probe, resulting in an M. spretusspecific restriction fragment of 15 kb and a common restriction fragment of 24 kb. The mapping was confirmed with a BamHI polymorphism, resulting in two M. spretus-specific restriction fragments of 8.9 and 6.6 kb and two common fragments of 18 and 5.5 kb.
In mapping Ube2b-rs2, an SspI polymorphisrn was detected in mouse genomic DNA hybridized with the Hhr6b probe, resulting in a CASA/Rk-specific band of 5.7 kb, DF/B-specific bands of 4.3 and 1.5 kb, and three common bands of 3.1, 1.9, and 1.6 kb. The mapping was confirmed with a BglI polymorphism resulting in a CASA/Rk-specific band of 14 kb, a DF/B-specific band of 9.5 kb, and three common bands of 16, 7.3, and 2.1 kb. Discussion: The ubiquitin-conjugating enzyme encoded by the DNA repair gene RAD6 is involved in numerous cellular processes in Saccharomyces cerevisiae, such as sporulation, damageinduced mutagenesis, and post-replication repair [4] . The binding of a ubiquitin-activating enzyme (El) activates ubiquitin and initiates the multi-step process. The activated molecule is then transferred to a ubiquitin-conjugating enzyme (E2), which ligates ubiquitin to its target protein, sometimes with the help of a ubiquitin protein ligase (E3). Once ubiquitination of a protein is accomplished, it is signaled for stabilization, (re)folding, or degradation. The human homologs of RAD6 are ubiquitin-conjugating enzyme E2B (UBE2B) and ubiquitin-conjugating enzyme E2A (UBE2A), also known as HHR6B and HHR6A. These human proteins are sufficiently conserved to permit functional substitution for the repair and mutagenesis pathways in yeast [5] . UBE2A has been previously mapped to human Xq24-25 and mouse Chr X [6] . UBE2B was localized on human Chr 5q23-31 [6] , while the murine homolog, Ube2b, was assigned to the central portion of Chr 11 Chr 13 Fig. 1 . Ube2b-rsl and Ube2b-rs2 are localized to mouse Chrs 13 and 11 respectively. These represent two related sequences homologous to the yeast RAD6 gene. The mapping of Ube2b-rsl to mouse Chr 13 is in a region homologous to human Chr 5. This is consistent with the mapping of UBE2B to human Chr 5q. Ube2b-rs2 maps to a region of mouse Chr 11 with homology to human Chr 17 and therefore most likely represents a pseudogene.
17 and most likely represents a pseudogene. Further studies will be required to resolve this issue.
